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MONDAY MORNING ORALS 
 
STABLE ISOTOPE LABELING FOR  
BIOCHEMICAL QUANTITATION 
Chair:  Albert Heck 
Room:  Delta A 
MOAam 10:15 Quantitative Proteomics of Fruit Fly Development 
by Metabolic Labeling; Jeroen Krijgsveld1; Maria 
Monti1; Tokameh Mahmoudi2; C. Peter Verrijzer2; 
Albert J.R. Heck1; 1Utrecht University, Utrecht, The 
Netherlands; 2Leiden University, Leiden, The 
Netherlands 
MOAam 10:35 Quantitative Protein Expression Analysis of 
Microbial Systems; Mary S. Lipton Lipton; Kim K.  
Hixson; Ruihua  Fang; Dwayne A.  Elias;  Matthew  E.  
Monroe; Heather M.  Mottaz; Ronald J.  Moore; Nicola  
Tolic; Ljiljana  Pasa-Tolic; Christophe  Masselon; 
Gordon A. Anderson; Richard D. Smith; Pacific 
Northwest National Laboratory, Richland, WA 
MOAam 10:55 Simultaneous Proteomic Analysis of Multiple 
Organelles by Peptide Correlation Profiling; Leonard 
J. Foster; Jesper V. Olsen; Peter Mortensen; Matthias 
Mann; University of Southern Denmark, Odense, 
Denmark 
MOAam 11:15 Quantitative Proteome Profiling of Mouse 
Macrophages Using a Novel Stable Isotope Tagging 
System and Tandem Mass Spectrometry; Wei Yan1; 
Mingliang Ye1; Sheng Pan1; Hookeun Lee1; D. J.  
Pappin23; P. L. Ross23; S.  Purkayastha23; L. R.  
Zieske23; Elaine  Raines4; Peter  Gough4; Ruedi  
Aebersold1; 1Institute for Systems Biology, Seattle, WA; 
2Applied Biosystems, Framingham, MA; 3Applied 
Biosystems, Framingham, CA; 4University of 
Washington, Seattle, WA 
MOAam 11:35 Comparison of Quantitative Proteomic Analysis 
Methods on Human Embryonic Stem Cells; Travis 
Berggren1; Leo  Bonilla5; Tori  Richmond5; Lawrence 
Licklider4; Wayne Hicks3; Barry Karger4; Lloyd M 
Smith2; James A Thomson2; Andrew S Greene3; David 
Fenyo5; 1WiCell Research Institute, Madison, WI; 
2University of Wisconsin-Madison, Madison, WI; 
3Medical College of Wisconsin, Milwaukee, WI; 
4Barnett Institute, Northeastern University, Boston, 
MA; 5Thermo Electron Corporation, Waltham, MA 
MOAam 11:55 Application of the AQUA  Strategy for 
Quantification of Polyubiquitin Chain Composition 
by Tandem Mass Spectrometry; Donald S 
Kirkpatrick1; Scott A  Gerber1; John  Rush2; Steven P 
Gygi1; 1Harvard Medical School, Boston, MA; 2Cell 
Signaling Technology, Beverly, MA 
INSTRUMENTATION:  TOF MS 
Chair:  Jennifer Campbell 
Room:  Delta B 
MOBam 10:15 Resolution and Mass Accuracy in MALDI Time of 
Flight and Time of Flight/Time of Flight Mass 
Spectrometers; Marvin L. Vestal Applied Biosystems, 
Framingham, MA 
MOBam 10:35 Multiplexed Orthogonal Time of Flight Mass 
Spectrometry (MOTOF-MS); Mikhail Belov; Pete 
Foley; Chuck Fancher; Biospect Inc., South San 
Francisco, CA 
MOBam 10:55 Time of Flight Mass Spectrometry with 
Superconducting Tunnel Junction for Detection of 
High Mass Proteins, Protein Complexes and 
Multimers; Ryan J. Wenzel1; Sandra Alves1; Gertraud 
Hayn2; Rod Chalk2; Renato Zenobi1; 1ETH, Zürich, 
Switzerland; 2Comet AG, Flamatt, Switzerland 
MOBam 11:15 From Mass Spectrum to Elemental Composition: 
New API-oTOF Technology and Novel Data 
Processing for Accurate Mass Determination; 
Matthias Pelzing12; Jens Decker12; Christian 
Neusuess12; Oliver Raether12; 1Bruker Daltonik GmbH, 
Leipzig, Germany; 2Bruker Daltonik GmbH, Bremen, 
Germany 
MOBam 11:35 Mass Dependent Response of Discrete-Dynode 
Multipliers; S. E. Buttrill, Jr. Ciphergen Biosystems, 
Inc., Fremont, CA 
MOBam 11:55 Rapid Analysis of Complex Protein Mixtures and 
Digests via a Very High Throughput MALDI Mass 
Spectrometer; Kirk S. Boraas; Noah P. Christian; 
James P. Reilly; Indiana University, Bloomington, IN 
INSTRUMENTS AND METHODS FOR STYDYING  
PEPTIDE FRAGMENTATION 
Chair:  Gary Glish 
Room:  Delta C 
MOCam 10:15 Fragmenting and Sequencing Peptides by 157nm 
Laser-Induced Photodissociation; Matthew S. 
Thompson; Weidong Cui; James P. Reilly; Indiana 
University, Bloomington, IN 
MOCam 10:35 Novel MALDI Tandem Time-of-Flight 
Instrumentation for 193-nm Photodissociation of 
Peptides; Joseph W. Morgan; David H. Russell; Texas 
A&M University, College Station, TX 
MOCam 10:55 Sub-microsecond Surface-Induced Dissociation of 
Peptide Ions in a MALDI-TOF MS; Chaminda M. 
Gamage1; Facundo M. Fernandez2; Krishnamoorthy 
Kuppannan1; Vicki H. Wysocki1; 1University of 
Arizona, Tucson, AZ; 2Georgia Institute of Technology, 
Atlanta, GA 
MOCam 11:15 Electron Transfer Dissociaiton:  A Non-Ergodic 
Process for the Masses; Joshua J. Coon1; John E.P. 
Syka2; Melanie J. Schroeder1; Jeffrey Shabanowitz1; 
Donald F. Hunt1; 1University of Viginia, Charlottesville, 
VA; 2ThermoElectron, San Jose, CA 
MOCam 11:35 N-Terminal Deamination Yields Selective Loss of 
the Penultimate C-Terminal Residue by Tandem 
Mass Spectrometry; Joshua S. Sharp; Kenneth B. 
Tomer; NIEHS, Research Triangle Park, NC 
MOCam 11:55 Metal Ion Attachment to Screen for Proline 
Containing Immunogenic Peptides in Celiac Sprue 
by LC/MS/MS; Robert D. Voyksner1; Jennifer A. 
Townsend1; Thomas Marti2; Chaitan Khosla2; 1LCMS 
Limited, Durham, NC; 2Celiac Sprue Research 
Foundation, Sunnyvale, CA 
SOLVENT-FREE MALDI FOR THE ANALYSIS OF PROTEINS 
Chair: Sarah Trimpin 
Room:  Delta D 
MODam 10:15 MALDI Sample Preparation without the Use of 
Solvents; Hans J. Räder1; Sarah Trimpin2; Laurence 
Przybilla1; 1Max Planck Institute for Polymer Research, 
Mainz, Ger; 2Oregon State University, Corvallis, OR 
MODam 10:55 TBD; Jean-Claude Tabet 
MODam 11:15 Extending Dry MALDI Sample Preparation for 
Polymer Analytes; Scott D. Hanton; David M. Parees; 
Air Products and Chemicals, Inc., Allentown, PA 
MODam 11:35 Evaluation of Liquid Chromatography Coupled 
with MALDI-MS via Solvent-Free Sample 
Deposition; Jana Falkenhagen; Steffen M. Weidner; 
Federal Inst. for Materials Research and Testing, 
Berlin, Germany 
MODam 11:55 MALDI-TOF MS Optimization Studies for 
Obtaining Mass Spectra of Poorly Soluble/Insoluble 
Wholly Aromatic Polyamides; Anthony P. Gies; 
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William K. Nonidez; University of Alabama at 
Birmingham, Birmingham, AL 
CARBOHYDRATES 
Chair: Helene Perrault 
Room:  Presidential South 
MOEam 10:15 MALDI IT/RTOF and ESI IT Multistage MS of 
Glycopeptides and Glycoconjugates from Human 
Plasma Proteins; Guenter Allmaier1; Martin Zehl1; 
Martina Kleinova1; Uwe Demelbauer2; Andreas Rizzi2; 
1Vienna University of Technology, Vienna, Austria; 
2University of Vienna, Vienna, Austria 
MOEam 10:35 Comparison of Collision-Induced Dissociation and 
Infrared Multiphoton Dissociation in the Structural 
Determination of Oligosaccharides; Jinhua Zhang; 
Katherine  Schubothe; Carlito B. Lebrilla; University of 
California, Davis, CA 
MOEam 10:55 Site-Specific Glycosylation Study by Automated 
Structure Analysis of MS/MS Spectra of N-linked 
Glycans Using StrOligo; Martin Ethier; Oleg Krokhin; 
Werner Ens; Kenneth G. Standing; John A. Wilkins; 
Hélène Perreault; University of Manitoba, Winnipeg, 
Canada 
MOEam 11:15 The Tagging-via-Substrate Technology for the 
Proteomic Analysis of O-GlcNAc Modified Proteins 
in Cell Cultures from Diverse Organisms; Robert  
Sprung; Animesh  Nandi; Yue Chen; Deb Barma; Mark  
Lehrman; John Falck; Yingming Zhao; UT 
Southwestern Medical Center, Dallas, TX 
MOEam 11:35 Definition of the Bacterial Lipopolysaccharide 
Structures that Induce Systemic Resistance in Crop 
Plants; James C Reynolds1; Peter A H M Bakker2; 
Kees van Loon2; Jane E Thomas-Oates1; 1University of 
York, York, UK; 2Universiteit Utrecht, Utrecht, The 
Netherlands 
MOEam 11:55 Study of Advanced Glycosylation End Products by 
MALDI-TOF-MS and nanoLC-Q-q-TOF MS/MS: 
Application to Apolipoprotein A-I from Human 
Plasma; Caroline  Tokarski1; Cécile Cren-Olivé1; 
Gérald Luc2; Christian Rolando1; 1Université des 
Sciences et Technologies de Lille, Villeneuve d'Ascq, 
France; 2Institut Pasteur de Lille, Lille, France 
CHIRAL CLUSTERS:  MASS SPECTROMETRY AND THE 
ORIGIN OF LIFE 
Chair:  Graham Cooks 
Room:  Presidential Ballroom North 
MOFam 10:15 Ion-Molecule Reactions of the Protonated Serine 
Octomer:  Implications on the Emergence of 
Homochirality; Richard A. J. O'Hair2; Scott Gronert1; 
Adelaide Fagin1; 1San Francisco State University, San 
Francisco, CA; 2University of Melbourne, Melbourne, 
Australia 
MOFam 10:35 Homochiral Clusters of Serine Studied by Ion Soft-
Landing: Implications for the Origin of 
Homochirality; Sergio C. Nanita; Zoltán  Takáts; R. 
Graham Cooks; Purdue University, West Lafayette, IN 
MOFam 10:55 Elucidating Structures of Protonated Amino Acid 
Clusters from H/D Exchange Experiments: The 
Protonated Serine Octamer; Ulf Mazurek1; Bryan G 
Reuben2; Melinda A McFarland3; Alan G Marshall3; 
Chava Lifshitz1; 1The Hebrew University of Jerusalem, 
Jerusalem, Israel; 2South Bank University, London, 
UK; 3Florida State University, Tallahassee, FL 
MOFam 11:15 Chiral Differentiation and Structural 
Characterization of Proton Bound Amino Acid 
Multimers using IR Photodissociation Spectroscopy 
with Fourier Transform Mass Spectrometry; Harold 
Y. Hwang1; Cheng Lin1; HanBin Oh2; Kathrin 
Breuker3; Barry K. Carpenter1; Fred W. McLafferty1; 
1Cornell University, Ithaca, NY; 2Sogang University, 
Seoul, South Korea; 3University of Innsbruck, 
Innsbruck, Austria 
MOFam 11:35 Chiral Selectivity in the Formation of Noncovalent 
Clusters of Amino Acids; Ryan R. Julian; Sunnie  
Myung; David E. Clemmer; Indiana University, 
Bloomington, IN 
MOFam 11:55 Collision Induced Dissociation of Multiply Charged 
Serine Clusters; Preben  Hvelplund; Jimmy Rangama; 
Bo  Liu; Anders B Nielsen; Steen Brøndsted  Nielsen; 
Shigeo Tomita; University of Aarhus, Aarhus, Denmark 
 
MONDAY AFTERNOON ORALS 
 
MASS SPECTROMETRY IN DRUG DISCOVERY AND 
DEVELOPMENT ADME STUDIES 
Chair:  Ragu Ramanathan 
Room:  Delta Ballroom A 
MOApm 03:00 Strategies for Using Mass Spectrometry for ADME 
Studies in a Drug Discovery Environment; Walter A. 
Korfmacher Schering-Plough Res Inst, Kenilworth, NJ 
MOApm 03:20 Development of a High Throughput In-Vitro Assay 
for Glutathione Conjugated Metabolites Using an 
Automated Chip Based Nanoelectrospray MS/MS 
Method; Yue Chen; Li J. Yu; Cornelis E. Hop; Pfizer 
Global Research & Development, Groton, CT 
MOApm 03:40 Selective Detection of Metabolite Ions of Non-
Radiolabeled Drugs in Complex Biological Matrices 
Using Mass Defect Filter Approach; Haiying Zhang; 
Kenneth Ray; Weiping Zhao; Donglu Zhang; Stephen 
Gozo; Mingshe Zhu; Bristol-Myers Squibb 
Pharmaceutical Research Insti, Princeton, NJ 
MOApm 04:00 Characterization of Novel C-Demethylated 
Metabolites of (Tert-Butyl-Benzyl)Pyridyl 
Sulfonamide Analog, an EP2-Receptor Agonist by 
LC/ MS/MS and LC-NMR/MS; Kim Johnson; 
Thomas  O'Connell; Chandra Prakash; Pfizer, Groton, 
CT 
MOApm 04:20 A Novel Approach to Metabolite id by High 
Resolution Chromatography Coupled to High 
Resolution TOFMS; Jose Castro-Perez13; Steve 
Preece13; Karine Joncour2; Iain  Beattie2; Andy Wright2; 
Robert Plumb13; Jennifer  Granger13; 1Waters Corp, 
Manchester, UK; 2AstraZeneca, Loughborough, UK; 
3Waters Corp, Milford, MA 
MOApm 04:40 Metabolite Analysis Utilizing a Hybrid Triple 
Quadrupole/Linear Ion Trap Mass Spectrometer; 
Tania A. Sasaki; Elliott B. Jones; Alicia Du; Applied 
Biosystems, Foster City, CA 
ATMOSPHERIC PRESSURE PHOTOIONIZATION & 
CHEMICAL IONIZATION 
Chair:  Jack Syage 
Room:  Delta Ballroom B 
MOBpm 03:00 APCI and APPI: Why and How?; Andries P Bruins 
University of Groningen, Groningen, The Netherlands 
MOBpm 03:40 APPI as Ionization for Highly Efficient CE-MS; 
Karin E. Markides1; Sara L. Nilsson1; C. Andersson2; 
Per J.R. Sjöberg3; Dan Bylund2; Patrik  Pettersson2; 
Magnus Jörntén-Karlsson2; 1Uppsala University, 
Uppsala, Sweden; 2AstraZeneca, Lund, Sweden; 
3Gyros, Uppsala, Sweden 
MOBpm 04:00 Applications of APPI-MS for Drug Discovery; 
Michael J. Greig; Ben Bolanos; Bradley Mikesell; 
Catherine Pham; Terri Quenzer; Stone D.-H. Shi; 
Manuel Ventura; Pfizer, San Diego, CA 
